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NO: 



:atc actgtccttc tgcc 



i Leu Trp Gly Pro Asp 



i ccc 200 



ENTERE 



46 Glu Ala Leu 1 



icgcagcccg caggcagccc 397 



:ctgca ccgagagaga tggaa 



69 <211> LENGTH: 11C 
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70 <212> TYPE : PRT 

71 <213> ORGANISM: 
73 <400> SEQUENCE: 
7 4 Met Ala Leu Trp 



sapie 



Arg Leu Leu Pro Leu Leu Ala Leu Leu Ala Leu 

75 1 5 10 15 

77 Trp Gly Pro Asp Pro Ala Ala Ala Phe Val Asn Gin His Leu Cys Gly 

78 20 25 30 

80 Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 

81 35 40 45 

83 Phe Tyr Thr Pro Lys Thr Arg Arg Glu Ala Glu Asp Leu Gin Val Gly 

84 50 55 60 

86 Gin Val Glu Leu Gly Glv Gly Pro Gly Ala Gly Ser Leu Gin Pro Leu 

87 65 70 75 80 

89 Ala Leu Glu Gly Ser Leu Gin Lys Arg Gly lie Val Glu Gin Cys Cys 

90 85 90 95 
Thr Ser He Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 



93 



100 



96 <210> SEQ ID NO: 3 

97 <211> LENGTH: 63 

98 <212> TYPE : DNA 

99 <213> ORGANISM: Homo sapiens 

101 <220> FEATURE: 

102 <221> NAME/KEY: CDS 

103 <222> LOCATION: (1)..(63) 

105 <400> SEQUENCE: 3 

106 ggc att gtg gaa caa tgc tgt acc age 

107 Gly He Val Glu Gin Cys Cys Thr Ser 



110 



: ta< 



tgc c 



3 Cys Thr Ser He Cys Ser Leu Tyr Gin Leu 



Glu Asn Tyr Cys 



128 < 



• SEQ : 



) NO: 5 



129 <211> LENGTH: 90 

130 <212> TYPE : DNA 

131 <213> ORGANISM : Homo J 

133 <220> FEATURE : 

134 <221> NAME/KEY: CDS 

135 <222> LOCATION: (1)..( 
137 <4 00> SEQUENCE: 



138 t 



; gtg a 



: ctg tgc ggc t 
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39 Phe Val Asn Gin His Leu Cys Gly 



s Leu Val Glu Ala Leu Tyr 



l Cys Gly Ser His Leu Val Glu Ala I 



l cys Gly Glu Arg Gly F 
20 



3 Tyr Thr Pro Lys 



I <210> SEQ ID MO: 7 

. <211> LENGTH : 4 

! <212> TYPE : PRT 

I <213> ORGANISM: Artifici£ 

1 <220> FEATURE: 

i <221> NAME/KEY : SITE 

' <222> LOCATION: (2) 

I <223> OTHER INFORMATION: 

I <220> FEATURE : 

. <221> NAME/KEY: SITE 

! <222> LOCATION: (3) 

I <223> OTHER INFORMATION : 

i <220> FEATURE: 

i <223> OTHER INFORMATION: 

Sequence 

I <4 00> SEQUENCE: 7 

I Arg Xaa Xaa Arg 



(Lys/Arg/Xaa) 



<210: 



SEQ ID N 



i <211> LENGTH : 
; <212> TYPE: PRT 
' <213> ORGANISM: Artificial Seq 
) <220> FEATURE : 
) <221> NAME/KEY: SITE 
. <222> LOCATION: (2) 
! <223> OTHER INFOR11ATION : any a 
[ <220> FEATURE: 
i <221> NAME/KEY: SITE 
i <222> LOCATION: (3) 
' <223> OTHER INFORMATION: Lysir 



<223> OTHER 

<4 00> S-EQUENCE: 
Arg Xaa Xaa Arg 
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208 <210> SEQ ID NO: 9 

209 <211> LENGTH: 5 

210 <212> TYPE: PRT 

211 <213> ORGANISM: Artificii 

213 <220> FEATURE : 

214 <223> OTHER INFORMATION: 

217 <400> SEQUENCE: 9 

218 Asp Asp Asp Asp Lys 

219 1 5 



<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence; Consensus 



<210> SEQ ID NO: 
<211> LENGTH: 4 
<212> TYPE: PRT 
<213> ORGANISM: 
<2 20> FEATURE: 
<221> NAME/KEY: 



246 <223> OTHER INFORI1ATION : any amino acid 

248 <220> FEATURE: 

249 <223> OTHER INFORMATION: Description of Artificial Sequence: Consensus 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/323/ 

input Set : R:\Uw 3570. app 
Output Set: N:\CRP3\07132000\I3: 

"n" or "Xaa" used, for SEQ ID# : 
"n" or "Xaa" used, for SEQ ID# : 
"n" or "Xaa" used, for SEQ ID#:11 
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